Beef production in Spain: 3 millions > 2y females (2/3 beef +1/3 dairy)
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Fotos: “Autochthonous Livestock in Spain”. MARM y Feagas




Two Groups of traits

- Maternal performance
Beef performance

Growth l

L

BLUP EBV are available for these traits in both breeds

Maternal ability
Fertility l
Calving easy

Carcass




More efficiency:
Fertility
Functional Longevity
Health
Feed efficiency

Reduction of production costs

Quality of products:
Ultrasounds to predict IMF
Panels

pH

\

Added values to products




Integrated Production System = Avilefha Negra Ibérica




Esee D/INIA

4 researchers

4 research assistants funded by research projects and colaborative work
with industry.

3 Graduate students

O Implementation of genomic selection in the Spanish Local Breeds
O Genetic bases of meat quality differences across the carcass

O Meat yield and the use of ultrasound to predict meat quality and quantity



More efficient way of using the information
to predict Post weaning weight
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To study genetic differences between two
muscles for beef quality traits.

WHY?



© What are the genetic relationships among
quality traits across muscles?.

@ Implications? GENOMIC SELECTION



Traits My Pb >0.8 Pb>0
IMF (%) 0.05 0.18% 58%
Protein 0.45 19% 88%
wB 0.46 49% 98%
Tenderness 0.42 25 80%
Juiciness 0.27 18 69%
Flavor 0.31 0.03 73%

(Diaz et al., 2006; L6pez de Maturana et al., 2010)
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Changes in functional relationship among genes
depending of muscle types



e 167 /205 DE genes located in 196 QTL regions.

e QTLs associated to IMF, tenderness, juiciness, fatty
acid profiles, flavour, pH etc.



