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| Mastitis Background

Mastitis is an inflammation of the mammary glands. It can be caused by more than 50 different organisms.

If a cow has mastitis problem not only: but it also react the milk main components this also applies to the milk fine components:
« Milk yield [kg / day] | » Lactose [%0] | « Sodium [mg/ kg] 1
« Somatic Cells [cells / ml] 1 * Protein [%] 1 « Lactoferrin [ug / mi] 1

« Fat/lactose ratio 1 « BHB [mmol/l] 1

| Material and Methods
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Seriously inDangered 59.405 > 400.000 48.008
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cumulative probability and Cox event time analysis. The class size was
e TG = R s negatively correlated with the mastitis class. It can be seen in the distributions of
Health Heavily inDangered the MastiMIR and the SCC classes over the lactation week, that the mastitis
_ Stightly inDengered  Serfously inDangered class distribution has the shape of the lactation curve on both models.
| Conclusion
MastiMIR can well represent the mastitis risk. MastiMIR can complement the SCC model - classes
Compared to the SCC model, the MastiMIR model An animal with higher SCC may still have other diseases.
» shows an earlier occurrence Evaluation in the field is necessary
» of the "slightly inDangered" classification Local Baden Wirttemberg - Bentley-Spectral Data and - Diseases Diagnhosis
are an initial material study for different projects
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